Molecular Dissection of the Intrinsically Disordered Estrogen Receptor Alpha-NTD.
In this issue of Structure, Peng et al. (2019) use a combination of computational modeling and solution-based experimental methods to characterize the intrinsically disordered N-terminal transactivation domain of estrogen receptor alpha. A long-range contact (I33-S118) was identified and was demonstrated to affect the protein conformation and coactivator binding.